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POSITIONS  

Since 05/2021 Professor for  Medical  Microbiology, Institute of Infection Medicine,
Christian  Albrecht  University  Kiel  &  University  Medical  Center
Schleswig-Holstein

Since 11/2020 Junior  Research  Group  Leader  “DISPATch_MRGN”,  Institute  of
Pharmacy, University of Greifswald

01/2019 – 10/2020 Junior  Professor  for  Pharmaceutical  Microbiology,  Institute  of
Pharmacy, University of Greifswald

09/2018 – 12/2018 Postdoctoral  fellow,  Pharmaceutical  Biology,  Institute  of  Pharmacy,
University of Greifswald

02/2017 – 07/2018 Postdoctoral fellow, Massachusetts Eye and Ear Infirmary, 

Harvard Medical School, Boston, USA 

Supervisor: Michael S. Gilmore, MD PhD

08/2016 – 09/2016 Intern (scientific management), Young Academy Berlin, Germany

05/2012 – 07/2016 Graduate  student  and  research  assistant,  Centre  for  Infection
Medicine, Institute of Microbiology and Epizootics, Freie Universität
Berlin, Germany

Supervisor: Lothar H. Wieler, DVM PhD

DEGREES & EDUCATION  

11/2019 Veterinary specialist for Microbiology

12/2016 PhD (summa cum laude)

Supervisor: Lothar H. Wieler, DVM PhD

Title: ‘Functional plasmid analysis of ESBL-producing Escherichia coli
of pandemic sequence types ST131 and ST648’

06/2016 Dr. med. vet. (summa cum laude)

Supervisor: Lothar H. Wieler, DVM PhD

Title:  ‘Molecular  analysis  of  ESBL-producing  Escherichia  coli  from
different  habitats  discloses  insights  into  phylogeny,  clonal
relationships and transmission scenarios’

03/2012 Veterinary State Examination, License to Practice Veterinary Medicine

09/2008 – 06/2009 Veterinary medicine studies 

Universidad Complutense de Madrid, Spain

10/2006 – 03/2012 Veterinary medicine studies 

Justus-Liebig-Universität Giessen, Germany



HONORS & AWARDS  

02/2021 Paper of the Month (last author) awarded by the German Association
for Hygiene and Microbiology (DGHM)

10/2020 Young  Researcher  Award  awarded  by  the  German  Society  of
Veterinary Medicine (DVG) 

01/2020 – 12/2021 American  Society  for  Microbiology  (ASM)  young  ambassador  to
Germany

04/2019 – 01/2021 Member  of  the  Mentoring  Program  offered  by  the  University  of
Greifswald

02/2017 – 12/2018 Feodor  Lynen-Research  &  Return  Fellowship  awarded  by  the
Alexander von Humboldt-Foundation (AvH)

05/2013 – 12/2016 Member of the Graduate Program ‘Biomedical Sciences’ offered by
the Free University Berlin

09/2016 Dissertation Prize awarded by the DGHM

08/2014 – 03/2016 Member  of  the  Berlin-Hyderabad  Research  Training  School  on
Infectious Diseases and Genetic-Functional Epidemiology 

12/2012 – 06/2015 Doctoral  Fellowship  awarded  by  the  Sonnenfeld-Foundation  &
Dahlem Research School

07/2015 Travel  Grant  awarded  by  the  DAAD  (German  Academic  Exchange
Service)

05/2014 Poster Prize DVG

10/2013 Conference  Grant  awarded  by  the  program  committee  of  the
European Society for Microbiology and Infectious Diseases (ESCMID) 

03/2013 Conference Grant awarded by the Academy for Animal Health (AfT)

SELECTED THIRD PARTY-FUNDED PROJECTS  

 Federal Ministry of Education and Research (2021): Antibiotics and resistant bacteria in the
Baltic Sea

 Helmholtz  Center  for  Infection  Research  &  University  of  Greifswald:  One  Health  Seed
Grants (2020): Decolonization of antibiotic-resistant bacteria from the gut environment of
animals using combined pre- and probiotic interventions

 Helmholtz  Center  for  Infection  Research  &  University  of  Greifswald:  One  Health  Seed
Grants (2020): Sormas goes One Health: Water-based outbreak prediction in peri-urban
Africa

 Helmholtz  Center  for  Infection  Research  &  University  of  Greifswald:  One  Health  Seed
Grants (2020): Subclinical bovine mastitis: Significance of the teat canal microbiome and its
interrelation with constituents of the human microbiota

 Federal  Ministry  of  Education  and  Research  (2020):  Junior  Research  Group:  Disarming
pathogens as a different strategy to fight antimicrobial-resistant Gram-negatives

 Federal  Ministry  of  Education  and  Research  (2020):  Holistic  system  for  the  rapid
establishment of an antibiogram for nosocomial infections 
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